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n PROCEDE DE MODELISATION DE STRUCTURES TOPOLOGIQUES
TRIDIMENSIONNELLES D'UNE PROTEINE
Inventeur: WALDISPUHL JEROME MICHEL GEORGDemandeur: ECOLE POLYTECH [FR] ; CENTRE NAT RECH
[FR] ; STEYAERT JEAN-MARC [FR] SCIENT [FR] (+2)
CE CIB: (IPC1-7): GOGF19/00
Publication: WO2006032949 (A1) — 2006-03-30
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Contenu (| bof)

=Y ladygaga Lady Gaga

% &l | can't believe we got 6 Europe Music Awards nominations! I'm so
happy! Only halfway through this album, + | can't believe how far its
come.

18 Oct

; dannaaamae dannaax3
h fries + vanilla ice cream = BOMB !V

lly a 7 minutes

JulienJadot . + ==
J'ai été voir Tintin en 3D au #cinéma.
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Contenu (1 biblio)
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neilfws Neil Saunders
Briefings in Bioinformatics Special Issue: Collaborative
Bioinformatics and RNA Analysis bit.ly/u4WJSX

Ilya 17 heures

~-= OpenHelix OpenHelix Staff
». NAR database issue articles (advance access) are out, treasure

trove of data & analysis tools: bit.ly/slyEub #genomics
18 Nov

freesci Pawel Szczesny

Simulating electrostatic energies in proteins; Perspectives and
some recent studies of pKas, redox an... http://twurl.nl/zd8r7f
#greader

16 Jul
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neilfws Neil Saunders

How to let R use all the cores of the computer? - Stack Overflow
bit.ly/vieyB7 #diigo

11 Nov

yokofakun Pierre Lindenbaum

RT @brent_p @yokofakun LC_ALL=C improves speed for things
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11 Ao

molmodelblog olecular Modeling
Cool! RT @biochembelle: For structure-minded tweeps: New
PyMOL avail. Python update, improved graphics, faster rendering,

plus 64b. for Mac
8 Juin
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molmodelblog Molecular Modeling

What are the best tools for protein function prediction?
http://bit.ly/jfbURI

22 Mai

molmodelblog Molecular Modeling

Important residues for protein-protein binding / interface prediction
(BioStar thread) http://bit.ly/kHSUB4

21 Mai

kbradnam Keith Bradnam

Interesting blog article on the appropriateness and utility of using
GPUs for bicinformatics larsjuhljensen.wordpress.com/2011/01/
9 Nov
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